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Fibroblast Growth Factor Receptor (FGFR) family gene aberrations in cholangiocarcinoma

EALY - INES B M
URIE H1# 201544 H 23 H~2016 45 A 9 H
HIFZERE R Mayo Clinic
200 First Street SW Rochester, MN 55905, United States
WHFEE S Prof. Lewis R. Roberts

Cholangiocarcinoma (CCA) frequently presents at an advanced stage at which the current treatments are only
minimally effective. Fusions of fibroblast growth factor receptor (FGFR) genes with other partner genes have recently
been discovered in CCA. Additionally, other FGFR gene family aberrations are potential therapeutic targets in CCA. My
research goal is to identify and characterize FGFR family gene aberrations, and determine the effectiveness of targeting
the aberrations in treatment of CCA. So far, we performed RNA sequencing in 11 CCA xenografts and FGFR3 RNA
expression was significantly overexpressed compared to 9 normal TCGA samples. Furthermore, 5 out of 11 cases have
FGFR4 p.G388R mutation. There FGFR aberrations are likely to be related to tumorigenesis, and we are trying to verify
how the gene aberrations can affect to cancer progression using cell lines and will also conduct in vivo experiment. We
expect to identify additional novel FGFR target aberrations and to determine their relative sensitivities to different
FGFR inhibitors. The results of our studies will allow us to personalize the therapeutic options for patients with CCA by

selecting the specific FGFR inhibitor that is most likely to achieve a clinical effect, and therefore enhance patient

outcomes.
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