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Revealing primitive visual processing mechanisms in ctenophore
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Ctenophores, the most primitive group among metazoans, possess a unique nervous system. The aim of this study

is to elucidate the sighaling mechanisms between the light-sensitive photoreceptors in the visual system and the ciliated

cells controlling swimming in ctenophores. Ultimately, by comparing the molecular-level commonalities and

peculiarities of these mechanisms with the neural networks of other metazoans, the research seeks to comprehend the

signal integration mechanisms in multicellular evolution.
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