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Evolutionary phylogenetics of “queenless” Diacamma ants in Asia-Oceania region

PridtgBRd - BN R
FFFEHI © 20234 9 A 11 H~
X4y A A
TTERFSUAEES
LRI
TTERTSTAES

REMZEH A - [ME 20
20234 11 4 178

Thailand National Science Museum, Pathum Thani 12120, Thailand
Dr. Jaitrong Weeyawat (Thailand National Science Museum)
Philippine National Museum, T.F. Valencia Circle, T.M. Kalaw, Rizal Park,

Ermita, Manila, 1000 Philippines

L[EMFTEH

Museum)

Dr. David M General, Dr. Perry Archival C. Buenavente (Philippine National

Ant genus Diacamma has a unique reproductive behavior; nestmates determine a single reproductive female by

the dominance behavior of mutilation of vestigial wings (gemma). This behavior seems to be a trait newly evolved in

genus Diacamma, however, little information is available on the ecology, phylogeography and evolutionary aspects of

this unique genus. Applicant (YO) investigated the ecology, behavior and distribution of Diacamma ants in Thailand and

the Philippines (potential distribution center of this genus). I, together with the local collaborators, collected 10

Diacamma species that likely include undescribed new species. Investigation on colony size and ovariole number

revealed that colony size and ovariole number are evolutionary correlated. The molecular phylogeny based on the

genomic sequences of collected species are currently under investigation.
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Omkoi Forest Station in Thailand (left) Huge nest of Diacamma
violaceum (right) . Ants were collected by a handy electric
vacuum and deep nests need a couple of hours to be excavated.
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Depterocarp forest in Sakaerat. Tree barks are burned by
naturally occurring bush fires (left). The medium sized
species D. orbiculatum (right). Colony size is approx. 50.
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Ovariole number and colony size exhibit correlated evolution
dot: species mean, bar: standard deviation
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Whole mitochondrial genome based phylogeny
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1. Phylogeography of Diacamma ants: an
evolutionary perspective
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D. cf. indicum, Japan  small (5)-6 50-150

D. sp1 Thailand small 5
“ D. rugosum ThailandPB small - 50-150?PB

D. sp Taiwan small -
D. rugosum MalaysiaP8 small - 50-150?DB

D. assamense Thailand medium 4
D. violaceum Thailand large 8-11 145-350
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Molecular phylogeny based on whole mitochondrial genome of Diacamma spp
and closely related species (Ectomomyrmex and Cryptopone) distributed in
Thailand, Japan, Taiwan. D. violaceum is the most basal Diacamma species.



