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Elucidation of the pathophysiological significance of supersulfur molecules produced
by intestinal bacteria
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Sulfur atoms are known to form catenations (long chain bonds between the same elements) alone, forming a variety

of highly reactive supersulfur molecules. Supersulfur molecules have antioxidant and anti-inflammatory properties, and

have been shown to play an essential role in energy metabolism in mitochondria, indicating that they are extremely

important for mammalian. Supersulfur molecules are thought to be produced by the intestinal microbiome and sulfur

metabolism in the body from the sulfur source contained in dietary components. The full extent of the production and

metabolism of supersulfur molecules in the intestinal microbiome has not been revealed. This study aimed to clarify the

role of the supersulfur molecules produced by intestinal microbiome in mammalian using genetic modification technology

(Cell 2022, Science 2019) developed by Dr. Chun-Jun Guo, a host researcher. In this study, no gene disruption strains

with reduced supersulfur production ability could be established. It is possible that the antioxidant supersulfur molecules

are essential for growth in Bacteroides vulgatus, anaerobic bacteria. In the future, we plan to clarify the role of the

supersulfur produced by intestinal microbiome in mammalian by using the established supersulfur overexpressing strain.
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